Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; disorder in main residue; R factor = 0.054; wR factor = 0.121; data-to-parameter ratio = 18.3.
Related literature
For general background to darifenacin derivatives, see: Chapple (2004) ; Croom & Keating (2004) ; Haab et al. (2004) ; Levin et al. (2008) . For bond-length data, see: Allen et al. (1987) ; Selvanayagam et al. (2005) . For puckering parameters, see : Cremer & Pople (1975) .
Experimental
Crystal data 
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97 and PARST (Nardelli, 1995 Darifenacin is a selective muscarinic M3-receptor antagonist that has been evaluated in clinical trials in patients with overative bladder syndrome using a controlled-release formulation (Chapple, 2004; Croom & Keating, 2004; Haab et al., 2004; Levin et al., 2008) . As no crystal structure of the title compound has yet been published, we have undertaken the singlecrystal X-ray diffraction study and report here its results.
The X-ray study confirmed the molecular structure and atomic connectivity for (I), as illustrated in Fig. 1 . The bond length of C12-O1 [1.222 (5) Å] confirms the double bond character for amide group, as evidenced by Allen et al. (1987) . The C-N and C--O bond lengths in the pyrrolidine and furan rings are comparable to the related literature values (Selvanayagam et al., 2005) .
The pyrrolidine ring adopts an envelope conformation with puckering parameters q 2 = 0.213 (4) Å and φ = 34.9 (4)° ( Cremer & Pople, 1975) . Atom C1 deviates by 0.332 (4) Å from the least-squares plane through the remaining four atoms C1-C4 of the ring. The five membered furan ring in the benzofuran system also adopts an envelope conformation with puckering parameters q 2 = 0.162 (7) Å and φ = 85.9 (8)°. Atom C26 deviate -0.232 (7) Å from the least-squares plane through the remaining four atoms (C24/O2/C25/C27) of the ring.
The dihedral angle between the fused benzene and furan rings of the benzofuran system is 4.6 (2)°. The best plane of the pyrrolidine ring and benzofuran system make a dihedral angle of 44.5 (2)°. Two phenyl rings (A and B) are oriented with a dihedral angle of 72.5 (2)°. These two phenyl rings make a dihedral angle of 33.1 (2) and 82.8 (2)°, respectively with pyrroldine ring.
An intramolecular C-H···O interaction is observed in (I) ( Table 2 ). In the crystal packing, the H1 and H2NB atoms bonded to N1 and N2 forms a strong N-H···Br hydrogen bonds which leads a C(10) and C(9) chain motif in the unit cell running in the opposite directions (Fig. 2) . In addition to this the molecular packing is further stabilized by strong C-H···Br hydrogen bonds and C-H···O interactions (Table 2) .
In order to obtain crystals suitable for X-ray study, darifenacin hydrobromide was dissolved in a methanol-water solution (80:20v/v); the solvents were then allowed to evaporate slowly.
Refinement
Atoms H2NA and H2NB were located from a difference Fourier map; the remaining H atoms were positioned geometrically and were treated as riding on their parent C and N atoms with C-H distances of 0.93-0.97 Å, N-H distance of 0.91 Å supplementary materials sup-2 and with U iso = 1.2U eq (C or N) for other H. Atom C20 was found to be disordered over two positions. The occupancies were kept fixed at 0.34 and 0.66 during the last cycles of refinement.
Figures Fig. 1 . The structure and atom-numbering scheme for (I); displacement ellipsoids are drawn at the 30% probability level. For the sake of clarity, H atoms, not involved in hydrogen bonds, have been omitted. 
